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Masaki Kato, Yoshiki Yamaguchi

Analysis of Conserved Protein N-glycosylation in Eukaryotes.
The 1st ACGG conference

Masaki Kato, Yoshiki Yamaguchi
Evolutional conservation of glycoproteins and glycosylation sites using comparative genome anaslysis.

Austria/Japan seminar on Comparative Glycobiology and Development Biology
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Masaki Kato, Yoshiki Yamaguchi

Construction and analysis of RIKEN glycan conformation database
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